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Trp 125(A)

Ile 95(A)

Val 79(A)

Ala 123(A)

Man 1(B)

Bma 2(B)

Bma 3(B)

Bma 4(B)

Bma 5(B)

Trp 20(A)

Gln 93(A)

Gln 81(A)

Gln 21(A)

Glu 121(A)

Asp 77(A)

Asn 97(A)


